SAMPLE

I'N

FORMATION

Sample Name:
CAS NO.:
Vial:
Injection #:

Injection Volume:

Run Time:
Sample Set Name: 20230220

CPK2023-221
2024548-03-4
2:C4

1

0.30 ul

2.8 Minutes

Acquired By: LY
Date Acquired:
Acq. Method Set: 1 POS_2MIN

Date Processed: 2/22/2023 11:05:20 AM CST,
Processing Method: PDA_01, MS_scan

Channel Name:
Column Name: A-RP-985

2/21/2023 6:21:09 PM CST

PDA Ch1 214nm@4.8nm, MS TIC

Auto-Scaled Chromatogram
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——— Processed Channel Descr. PDA Ch1 214nm@4.8nm
Auto-Scaled Chromatogram
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Processed Channel Descr. ACQ-SQD2 1: MS Scan MS TIC, Smoothed by 9 point Savitzky-Golay Filter.,
Time offset by -0.053 mins. (1: 150.00-1000.00 ES+, Centroid, CV=30)

a A O DN

RT

0.565
0.644
0.911
1.058
1.140

Peak Results
Channel Name: PDA Ch1 214nm@4.8nm

Width
(sec)
2.400 414 530 0.11
1.850 493 755 0.13
2.650 4280 5199 1.10
2.350 1951 2466 0.50
4.200 381236 425989 98.16

Base Peak

Area Height % Area (Combined)

m/z)
150.98
151.05
153.02
151.99
152.02

Channel Name

PDA Ch1 214nm@4.8nm
PDA Ch1 214nm@4.8nm
PDA Ch1 214nm@4.8nm
PDA Ch1 214nm@4.8nm
PDA Ch1 214nm@4.8nm



1

Peak Results
Channel Name: MS TIC

Width Base Peak
RT Area Height % Area (Combined) Channel Name
(sec) (m/z)

1.138 7.834 130440089 39353459 100.00 584.05 MSTIC

Match Plot

584.0

585.1

Peak #1

T ‘ T T ‘ T T ‘ T T ‘ T T ‘ T T ‘ T T ‘ T
200.00 300.00 400.00 500.00 600.00 700.00 800.00
m/z
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