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Version 7.2.5.9507

Chromatogram and Results

Injection Details
Injection Name: BLANK Run Time (min): 60.00

Vial Number: GA4 Users: ly

Injection Type: Unknown Injection Volume: 5.00

Calibration Level: Channel: UV_VIS_1

Instrument Method: 55 18MIN 230NM Wavelength: 230

Processing Method: 3D Quantitative Bandwidth: 4

Comment: HY-003_TM1-BLANK A-RP-426 Dilution Factor: 1.0000

Injection Date/Time: 05/Mar/20 14:42 Sample Weight: 1.0000

chrom://hy442/DATA2/HY-003/HY-003_TM1/202003/20200305.seq/877.smp/UV_VIS_1.channel/UV_VIS_1.chm

Chromatogram

Integration Results
No. Peak Name Retention Time Area Height Match Resolution (EP) Asymmetry (EP) Rel.Area 

min mAU*min mAU %

Total: 0.000 0.000 0.00 0.00 
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Chromatogram and Results

Injection Details
Injection Name: BYZ7540-000-G Run Time (min): 60.00

Vial Number: GA5 Users: ly

Injection Type: Unknown Injection Volume: 5.00

Calibration Level: Channel: UV_VIS_1

Instrument Method: 55 18MIN 230NM Wavelength: 230

Processing Method: 3D Quantitative Bandwidth: 4

Comment: HY-003_TM1-20200305 A-RP-426 Dilution Factor: 1.0000

Injection Date/Time: 05/Mar/20 15:44 Sample Weight: 1.0000

chrom://hy442/DATA2/HY-003/HY-003_TM1/202003/20200305.seq/427.smp/UV_VIS_1.channel/UV_VIS_1.chm

Chromatogram

Integration Results
No. Peak Name Retention Time Area Height Match Resolution (EP) Asymmetry (EP) Rel.Area 

min mAU*min mAU %
1  5.727 0.116 0.656 967 9.80 0.95 0.06
2  8.160 0.019 0.131 891 6.69 0.87 0.01
3  9.850 0.019 0.106 834 2.96 0.94 0.01
4  11.033 0.108 0.375 972 3.27 1.18 0.06
5  12.490 0.075 0.304 961 4.47 0.75 0.04
6  14.373 180.063 565.670 1000 5.88 0.74 99.69
7  18.517 0.070 0.121 806 4.05 1.13 0.04
8  22.330 0.144 0.254 978 n.a. 0.75 0.08

Total: 180.615 567.617 37.11 7.32 


